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Residual Plus Component Plot
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Cook's D Bar Plot
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Cook's D Bar Plot
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Cook's D Bar Plot
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Cook's D Chart
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Cook's D Chart
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Cook's D Chart
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DFFITS
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Residual vs Fitted Values
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Deleted Studentized Residual

Deleted Studentized Residual vs Predicted Values
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RStudent

Outlier and Leverage Diagnostics for mpg
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Sample Quantiles

Normal Q-Q Plot
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Fitted Value

Actual vs Fitted for mpg
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Fit — Mean

Residual Fit Spread Plot
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Residual Fit Spread Plot
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Residual Histogram
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Residual Box Plot
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Residual

Deleted Studentized Residual

Residual vs Fitted Values
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Fitted Value
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Regression Diagnostics
Residual Histogram
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Hadi's Measure
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Fitted Value

Actual vs Fitted for mpg
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Residual Box Plot
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Fit — Mean
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Residual Fit Spread Plot
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Residual Fit Spread Plot
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Residual Histogram
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RStudent

Outlier and Leverage Diagnostics for read
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RStudent

Outlier and Leverage Diagnostics for read
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Potential-Residual Plot
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Residual vs drat
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Residual vs drat
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Standardized Residuals

Standardized Residuals Chart

Threshold: abs(2)

01?718 020

2
(o)
1 ? f
0- ? T T l T ? ® J) s l
©
-1 & (V] ©
o
(0]
V]
2
0 10 20 30

Observation



Standardized Residuals

Standardized Residuals Chart
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Deleted Studentized Residuals
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Deleted Studentized Residuals
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Deleted Studentized Residual

Deleted Studentized Residual vs Predicted Values
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Deleted Studentized Residual
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Response Diagnostics
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Stepwise Backward Regression
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Stepwise AIC Forward Selection

810- Base Model : 802.606
Final Model : 730.620

780 -
[liver_test, 771.875]
[alc_heavy, 761.439]
®)
< 750 - [enzyme_test, 750.509]
index, 735.715]
[bes, 730.620]
720-
690 -

Step



R-Square

Adjusted R-Square

Stepwise Forward Regression
R-Square Akaike Information Criteria

810-
Base Model : 802.606
bes, 0.78 Final Model : 730.620

0.8~ Base Model : 0.000
Final Model : 0.781

780 -
0.7- liver_test, 771.875]
enzyme_test, 0.659] O TR (A
< 750- enzyme_test, 750.509]
0.6-
index, 735.715]
alc_heavy, 0.567] bcs,
720~
0.5-
liver_test, 0.455]
1 1 1 1 690 - 1 1 1 1
0 2 4 6 0 2 4 6
Step Step
Adjusted R-Square Root Mean Squared Error
0.8-
Base Model : 0.000 ] liver_test, 290_E,g§? Model : 393.689
Final Model : 0.758 N Final Model : 184.276
pindex, 0.730] 280-
0.7-
alc_heavy, 259.136]
enzyme_test, 0.639] w
n
0.6- S 240 -
x enzyme_test, 229.896]
alc_heavy, 0.550]
0.5- 200- index, 196.787]
bcs, 184
liver_test, 0.444]
0 2 4 6 0 2 4 6

Step Step



Stepwise Forward Regression
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Stepwise R2 Forward Selection
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Stepwise SBC Forward Selection
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Stepwise SBIC Forward Selection
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Residual vs drat
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